
64 

 

Universitas Pertahanan Republik Indonesia 

DAFTAR PUSTAKA 

 

Abugri, J., Ayariga, J., Sunwiale, S. S., Wezena, C. A., Gyamfi, J. A., Adu-

Frimpong, M., Agongo, G., Dongdem, J. T., Abugri, D., & Dinko, B. 

(2022). Targeting the Plasmodium falciparum proteome and organelles 

for potential antimalarial drug candidates. In Heliyon (Vol. 8, Issue 8). 

Elsevier Ltd. https://doi.org/10.1016/j.heliyon.2022.e10390 

Aghajani, J., Farnia, P., Farnia, P., Ghanavi, J., & Velayati, A. A. (2022a). 

Molecular Dynamic Simulations and Molecular Docking as a Potential 

Way for Designed New Inhibitor Drug without Resistance. Tanaffos, 

21(1), 1. /pmc/articles/PMC9571241/ 

Aghajani, J., Farnia, P., Farnia, P., Ghanavi, J., & Velayati, A. A. (2022b). 

Molecular Dynamic Simulations and Molecular Docking as a Potential 

Way for Designed New Inhibitor Drug without Resistance. Tanaffos, 

21(1), 1. /pmc/articles/PMC9571241/ 

Ahmad Mir, S., Meher, R. K., Baitharu, I., & Nayak, B. (2022). Molecular 

dynamic simulation, free binding energy calculation of Thiazolo-[2,3-

b]quinazolinone derivatives against EGFR-TKD and their anticancer 

activity. Results in Chemistry, 4. 

https://doi.org/10.1016/j.rechem.2022.100418 

Balaji, S., Deshmukh, R., & Trivedi, V. (2020). Severe malaria: Biology, 

clinical manifestation, pathogenesis and consequences. Journal of 

Vector Borne Diseases, 57(1), 1–13. https://doi.org/10.4103/0972-

9062.308793 

Budiarti, M., Maruzy, A., Mujahid, R., Sari, A. N., Jokopriyambodo, W., 

Widayat, T., & Wahyono, S. (2020). The use of antimalarial plants as 

traditional treatment in Papua Island, Indonesia. Heliyon, 6(12). 

https://doi.org/10.1016/J.HELIYON.2020.E05562 



65 

 

Universitas Pertahanan Republik Indonesia 

Collins, C. R., Hackett, F., Howell, S. A., Snijders, A. P., Russell, M. R., 

Collinson, L. M., & Blackman, M. J. (2020). The malaria parasite 

sheddase sub2 governs host red blood cell membrane sealing at 

invasion. ELife, 9, 1–35. https://doi.org/10.7554/ELIFE.61121 

Dasmahapatra, U., Kumar, C. K., Das, S., Subramanian, P. T., Murali, P., 

Isaac, A. E., Ramanathan, K., Balamurali, M. M., & Chanda, K. (2022). 

In-silico molecular modelling, MM/GBSA binding free energy and 

molecular dynamics simulation study of novel pyrido fused imidazo[4,5-

c]quinolines as potential anti-tumor agents. Frontiers in Chemistry, 10. 

https://doi.org/10.3389/fchem.2022.991369 

Fikadu, M., & Ashenafi, E. (2023). Malaria: An Overview. Infection and Drug 

Resistance, 16, 3339. https://doi.org/10.2147/IDR.S405668 

Fitri, L. E., Pawestri, A. R., Winaris, N., Endharti, A. T., Khotimah, A. R. H., 

Abidah, H. Y., & Huwae, J. T. R. (2023). Antimalarial Drug Resistance: 

A Brief History of Its Spread in Indonesia. Drug Design, Development 

and Therapy, 17, 1995. https://doi.org/10.2147/DDDT.S403672 

Gandhi, S., Baker, R. P., Cho, S., Stanchev, S., Strisovsky, K., & Urban, S. 

(2020). Designed Parasite-Selective Rhomboid Inhibitors Block 

Invasion and Clear Blood-Stage Malaria. Cell Chemical Biology, 27(11), 

1410-1424.e6. https://doi.org/10.1016/J.CHEMBIOL.2020.08.011 

Garrido-Cardenas, J. A., González-Cerón, L., Manzano-Agugliaro, F., & 

Mesa-Valle, C. (2018). Plasmodium genomics: an approach for 

learning about and ending human malaria. Parasitology Research 2018 

118:1, 118(1), 1–27. https://doi.org/10.1007/S00436-018-6127-9 

Guleria, V., Pal, T., Sharma, B., Chauhan, S., & Jaiswal, V. (2021). 

Pharmacokinetic and molecular docking studies to design antimalarial 

compounds targeting Actin I. International Journal of Health Sciences, 

15(6), 4. /pmc/articles/PMC8589829/ 



66 

 

Universitas Pertahanan Republik Indonesia 

Hidayatul Hasanah, F., Sulistyaningsih, E., & Dyah Sawitri, W. (2020). The 

Expression of The PfEMP1-DBL2β Recombinant Protein of 

Plasmodium falciparum Isolated From Indonesia. Jurnal Ilmu Dasar, 

21(1), 67. 

Indradi, R. B., Muhaimin, M., Barliana, M. I., & Khatib, A. (2023). Potential 

Plant-Based New Antiplasmodial Agent Used in Papua Island, 

Indonesia. In Plants (Vol. 12, Issue 9). MDPI. 

https://doi.org/10.3390/plants12091813 

Kementerian Kesehatan RI. (2023a). Buku Saku Tatalaksana Kasus 

Malaria. 

Kementerian Kesehatan RI. (2023b). Survei Kesehatan Indonesia 2023. 

Krause, R. G. E., & Goldring, J. P. D. (2018). Phosphoethanolamine-N-

methyltransferase is a potential biomarker for the diagnosis of P. 

knowlesi and P. falciparum malaria. PLoS ONE, 13(3). 

https://doi.org/10.1371/journal.pone.0193833 

Machin, J. M., Kantsadi, A. L., & Vakonakis, I. (2019). The complex of 

Plasmodium falciparum falcipain-2 protease with an (E)-chalcone-

based inhibitor highlights a novel, small, molecule-binding site. Malaria 

Journal, 18(1), 1–9. https://doi.org/10.1186/S12936-019-3043-

0/FIGURES/3 

Mangat, H. K., Rani, M., Pathak, R. K., Yadav, I. S., Utreja, D., Chhuneja, P. 

K., & Chhuneja, P. (2022). Virtual screening, molecular dynamics and 

binding energy-MM-PBSA studies of natural compounds to identify 

potential EcR inhibitors against Bemisia tabaci Gennadius. PLoS ONE, 

17(1 January). https://doi.org/10.1371/journal.pone.0261545 

Muhammed, M. T., & Aki-Yalcin, E. (2022). Molecular Docking: Principles, 

Advances, and Its Applications in Drug Discovery. Letters in Drug 



67 

 

Universitas Pertahanan Republik Indonesia 

Design & Discovery, 21(3), 480–495. 

https://doi.org/10.2174/1570180819666220922103109 

Nurkanto, A., Jeelani, G., Santos, H. J., Rahmawati, Y., Mori, M., Nakamura, 

Y., Goto, K., Saikawa, Y., Annoura, T., Tozawa, Y., Sakura, T., Inaoka, 

D. K., Shiomi, K., & Nozaki, T. (2021). Characterization of Plasmodium 

falciparum Pantothenate Kinase and Identification of Its Inhibitors From 

Natural Products. Frontiers in Cellular and Infection Microbiology, 11, 

639065. https://doi.org/10.3389/FCIMB.2021.639065/BIBTEX 

Philothra, B. D., Alona, I., Situmorang, E., Limbardon, P., & Salsalina, V. G. 

(2023). Treatment-seeking behavior for malaria among communities in 

Indonesia: A systematic review. Narra J, 3(3). 

https://doi.org/10.52225/narra.v3i3.428 

Pinthong, N., Limudomporn, P., Vasuvat, J., Adisakwattana, P., Rattaprasert, 

P., & Chavalitshewinkoon-Petmitr, P. (2020). Molecular characterization 

of Plasmodium falciparum DNA-3-methyladenine glycosylase. Malaria 

Journal, 19(1). https://doi.org/10.1186/s12936-020-03355-w 

Raju, M. G., Manisha, R., V., N. S. R., & Simharayullu, P. S. (2022). In vivo 

and In silico Anti Inflammatory Studies of Alstonia scholaris Bark Extract. 

Asian Journal of Biology, AJOB(3), 42–54. 

https://doi.org/10.9734/AJOB/2022/V15I330242 

Rosmalena, Prasasty, V. D., & Hanafi, M. (2018). Novel cinchona alkaloid 

derivatives as potential antimalarial agents through receptor-inhibitor 

interaction fingerprint and biosynthesis design. Oriental Journal of 

Chemistry, 34(5), 2643–2650. https://doi.org/10.13005/ojc/340556 

Rumbobiar, E. M. (2024). Identifikasi dan Analisis Interaksi Senyawa Kimia 

Pada Kulit Batang Pohon Alstonia scholaris Terhadap Protein 

Plasmodium falciparum dengan Metode Liquid Chromatography-Mass 

Spectrometry Q-TOF dan Molecular Docking. Universitas Pertahanan 

Republik Indonesia. 



68 

 

Universitas Pertahanan Republik Indonesia 

Ryan, E. T., Hill, D. R., Solomon, T., Aronson, N. E., & Endy, T. P. (2020). 

Hunter’s Tropical Medicine and Emerging Infectious Diseases. Elsevier. 

https://doi.org/10.1016/C2016-0-01879-X 

Salmaso, V., & Moro, S. (2018). Bridging molecular docking to molecular 

dynamics in exploring ligand-protein recognition process: An overview. 

Frontiers in Pharmacology, 9(AUG), 393738. 

https://doi.org/10.3389/FPHAR.2018.00923/BIBTEX 

Santos, L. H. S., Ferreira, R. S., & Caffarena, E. R. (2019). Integrating 

molecular docking and molecular dynamics simulations. In Methods in 

Molecular Biology (Vol. 2053, pp. 13–34). Humana Press Inc. 

https://doi.org/10.1007/978-1-4939-9752-7_2 

Smith, N. A., Clarke, O. B., Lee, M., Hodder, A. N., & Smith, B. J. (2020). 

Structure of the Plasmodium falciparum PfSERA5 pseudo-zymogen. 

Protein Science, 29(11), 2245–2258. 

https://doi.org/10.1002/PRO.3956 

Su, X. Z., Lane, K. D., Xia, L., Sá, J. M., & Wellems, T. E. (2019). 

Plasmodium genomics and genetics: New insights into malaria 

pathogenesis, drug resistance, epidemiology, and evolution. Clinical 

Microbiology Reviews, 32(4). https://doi.org/10.1128/CMR.00019-

19/ASSET/C4D9CA4A-F6C6-4641-BE5E-

CB28AAF493A7/ASSETS/GRAPHIC/CMR.00019-19-F0005.JPEG 

Taek, M. M., Tukan, G. D., Prajogo, B. E. W., & Agil, M. (2021). 

Antiplasmodial Activity and Phytochemical Constituents of Selected 

Antimalarial Plants Used by Native People in West Timor Indonesia. 

Turkish Journal of Pharmaceutical Sciences, 18(1), 80. 

https://doi.org/10.4274/TJPS.GALENOS.2019.29000 

Tan, M. S. Y., Davison, D., Sanchez, M. I., Anderson, B. M., Howell, S., 

Snijders, A., Edgington-Mitchell, L. E., & Deu, E. (2020). Novel broad-

spectrum activity-based probes to profile malarial cysteine proteases. 



69 

 

Universitas Pertahanan Republik Indonesia 

PLOS ONE, 15(1), e0227341. 

https://doi.org/10.1371/JOURNAL.PONE.0227341 

Venugopal, K., Hentzschel, F., Valkiūnas, G., & Marti, M. (2020). 

Plasmodium asexual growth and sexual development in the 

haematopoietic niche of the host. Nature Reviews Microbiology 2020 

18:3, 18(3), 177–189. https://doi.org/10.1038/s41579-019-0306-2 

World Health Organization. (2023). World Malaria Report 2023. 

https://www.wipo.int/amc/en/mediation/ 

  

  

  

  

 

 

 

 

 

 

 

 

 

 

 

 

 


